	Trace Sequence File
	Tandem Inverted Repeats (TIR) Fwd+Rev
	TIR+IS length
	copies
	notes

	gnl|ti|451441545
	ATCGATAATCGA
	100
	52
	

	gnl|ti|451441545
	TCGATTATCGAT
	100
	52
	

	gnl|ti|451449148
	AGAATCAGAAGA
	44
	148
	

	gnl|ti|451449148
	TCTTCTGATTCT
	44
	148
	

	gnl|ti|451449720
	ACTACGGCCGTA
	97
	84
	

	gnl|ti|451449720
	TACGGCCGTAGT
	97
	84
	

	gnl|ti|451450067
	GGTACCAAATTA
	78
	122
	

	gnl|ti|451450067
	TAATTTGGTACC
	78
	122
	

	gnl|ti|451450067
	TTTGGTACCAAA
	186
	98
	inverted palindrome

	gnl|ti|451450067
	ATTTGGTACCAA
	188
	99
	

	gnl|ti|451450067
	TTGGTACCAAAT
	188
	99
	

	gnl|ti|451450067
	AATTTGGTACCA
	190
	95
	

	gnl|ti|451450067
	TGGTACCAAATT
	190
	95
	

	gnl|ti|451450067
	GGTACCAAATTA
	192
	111
	

	gnl|ti|451450067
	TAATTTGGTACC
	192
	111
	

	gnl|ti|451450067
	GTACCAAATTAA
	194
	94
	

	gnl|ti|451450067
	TTAATTTGGTAC
	194
	94
	

	gnl|ti|451457331
	GCGTGCATGAGC
	35
	194
	

	gnl|ti|451457331
	GCTCATGCACGC
	35
	194
	

	gnl|ti|451457331
	AGCTCATGCACG
	37
	159
	

	gnl|ti|451457331
	CGTGCATGAGCT
	37
	159
	

	gnl|ti|451457331
	GAGCTCATGCAC
	39
	98
	

	gnl|ti|451457331
	GTGCATGAGCTC
	39
	98
	

	gnl|ti|451948806
	CTCATGCACGCC
	35
	293
	

	gnl|ti|451948806
	GGCGTGCATGAG
	35
	293
	

	gnl|ti|451948806
	CTCATGCACGCC
	400
	120
	

	gnl|ti|451948806
	GGCGTGCATGAG
	400
	120
	

	gnl|ti|451956893
	AAGAATTTCAAA
	158
	122
	

	gnl|ti|451956893
	TTTGAAATTCTT
	158
	122
	

	gnl|ti|451961047
	GCGTGCATGAGC
	200
	235
	

	gnl|ti|451961047
	GCTCATGCACGC
	200
	235
	

	gnl|ti|452020981
	GATCGATAGAGA
	190
	53
	

	gnl|ti|452020981
	TCTCTATCGATC
	190
	53
	

	gnl|ti|452023598
	GGCACGCATAGA
	77
	98
	

	gnl|ti|452023598
	TCTATGCGTGCC
	77
	98
	

	gnl|ti|452023598
	CTATGCGTGCCA
	79
	100
	

	gnl|ti|452025702
	CTTGCTAGCAAG
	294
	558
	inverted palindrome

	gnl|ti|452025702
	ACTTGCTAGCAA
	296
	553
	

	gnl|ti|452025702
	TTGCTAGCAAGT
	296
	553
	

	gnl|ti|452025702
	GACTTGCTAGCA
	298
	539
	

	gnl|ti|452025702
	TGCTAGCAAGTC
	298
	539
	

	gnl|ti|452027296
	CTCTGACACAGC
	53
	86
	

	gnl|ti|452027296
	GCTGTGTCAGAG
	53
	86
	

	gnl|ti|452027296
	CTGTGTCAGAGC
	55
	80
	

	gnl|ti|452027296
	GCTCTGACACAG
	55
	80
	

	gnl|ti|452027296
	AGCTCTGACACA
	57
	80
	

	gnl|ti|452027296
	TGTGTCAGAGCT
	57
	80
	

	gnl|ti|452030353
	GCTTTGGCCAAA
	100
	123
	

	gnl|ti|452030647
	ATCAATCAATAG
	200
	69
	

	gnl|ti|452030647
	CTATTGATTGAT
	200
	69
	

	gnl|ti|452036626
	AATAGCCTGGCA
	42
	159
	

	gnl|ti|452036626
	TGCCAGGCTATT
	42
	159
	

	gnl|ti|452037380
	AAATGAACAGTA
	305
	180
	

	gnl|ti|452037380
	TACTGTTCATTT
	305
	180
	

	gnl|ti|452107553
	TCTCAAAGTTGA
	106
	56
	

	gnl|ti|452112854
	GCCGTAAATAGC
	54
	470
	

	gnl|ti|452112854
	GCTATTTACGGC
	54
	471
	

	gnl|ti|452113455
	CTTTGGCCAAAG
	192
	178
	inverted palindrome

	gnl|ti|452116064
	ATTTGGTACCAA
	74
	117
	

	gnl|ti|452116064
	AATTTGGTACCA
	76
	113
	

	gnl|ti|452177068
	GACCTCCTGCCC
	100
	58
	

	gnl|ti|452177068
	GGGCAGGAGGTC
	100
	58
	

	gnl|ti|452181542
	GCGTGGCACGCA
	35
	1821
	

	gnl|ti|452181542
	TGCGTGCCACGC
	35
	1821
	

	gnl|ti|452181542
	CGTGCCACGCTA
	39
	1197
	

	gnl|ti|452181542
	TAGCGTGGCACG
	39
	1197
	

	gnl|ti|452182495
	GCACGCGCGTGC
	49
	82
	inverted palindrome

	gnl|ti|452183259
	GTCTCAAAGTTG
	109
	59
	

	gnl|ti|452183259
	CAACTTTGAGAC
	109
	61
	

	gnl|ti|452187028
	TAGCCTTAGCTA
	139
	52
	

	gnl|ti|452187028
	TAGCTAAGGCTA
	139
	52
	

	gnl|ti|452187028
	AGCTAAGGCTAG
	141
	52
	

	gnl|ti|452187028
	CTAGCCTTAGCT
	141
	52
	

	gnl|ti|452195535
	AAGATCAAGACT
	281
	106
	

	gnl|ti|452195535
	AGTCTTGATCTT
	281
	106
	

	gnl|ti|452203081
	TATCGATCGATA
	199
	186
	inverted palindrome

	gnl|ti|452203292
	ACCCACTCAGTG
	39
	80
	

	gnl|ti|452203292
	CACTGAGTGGGT
	39
	80
	

	gnl|ti|452204731
	CAGCAGCTGCTG
	60
	68
	inverted palindrome

	gnl|ti|452209797
	GACCTCCTGCCC
	40
	128
	

	gnl|ti|452209797
	GGGCAGGAGGTC
	40
	128
	

	gnl|ti|452210655
	CTTCGGAAGCGA
	37
	50
	

	gnl|ti|452210655
	TCGCTTCCGAAG
	37
	50
	

	gnl|ti|452231642
	CTCATGCACGCC
	497
	55
	

	gnl|ti|452231642
	GGCGTGCATGAG
	497
	55
	

	gnl|ti|452236030
	ATCAGTGTTTCA
	40
	1969
	

	gnl|ti|452236030
	TGAAACACTGAT
	40
	1969
	

	gnl|ti|452236639
	AGGCTATAGCCT
	365
	64
	

	gnl|ti|452236639
	AAGGCTATAGCC
	367
	63
	

	gnl|ti|452236639
	GGCTATAGCCTT
	367
	63
	

	gnl|ti|452236639
	AAAGGCTATAGC
	369
	61
	

	gnl|ti|452236639
	GCTATAGCCTTT
	369
	61
	

	gnl|ti|452236639
	CAAAGGCTATAG
	371
	61
	

	gnl|ti|452236639
	CTATAGCCTTTG
	371
	61
	

	gnl|ti|452236639
	ACAAAGGCTATA
	373
	63
	

	gnl|ti|452236639
	TATAGCCTTTGT
	373
	63
	

	gnl|ti|452237322
	TATCGATCGATA
	36
	168
	inverted palindrome

	gnl|ti|452240653
	AATAACGTTATT
	198
	100
	inverted palindrome

	gnl|ti|452243839
	CCCTCATGAAGG
	197
	53
	

	gnl|ti|452243839
	CCTTCATGAGGG
	197
	53
	

	gnl|ti|452245166
	CTACGGCCGTAG
	100
	532
	inverted palindrome

	gnl|ti|452245166
	GCTACGGCCGTA
	171
	62
	

	gnl|ti|452245166
	TACGGCCGTAGC
	171
	62
	

	gnl|ti|452245166
	ACGGCCGTAGCA
	173
	67
	

	gnl|ti|452245166
	TGCTACGGCCGT
	173
	67
	

	gnl|ti|452246196
	AATAACGTTATT
	300
	62
	inverted palindrome

	gnl|ti|452326826
	GAGCTCATGCAC
	193
	119
	

	gnl|ti|452326826
	GTGCATGAGCTC
	193
	119
	

	gnl|ti|452326826
	AGCTCATGCACG
	195
	154
	

	gnl|ti|452326826
	CGTGCATGAGCT
	195
	154
	

	gnl|ti|452326826
	CTCATGCACGCC
	199
	371
	

	gnl|ti|452326826
	GGCGTGCATGAG
	199
	371
	

	gnl|ti|452333499
	AGGAAATTATGC
	33
	67
	

	gnl|ti|452333499
	GCATAATTTCCT
	33
	67
	

	gnl|ti|452340448
	GTGCATCTGAAA
	59
	52
	

	gnl|ti|452340448
	TTTCAGATGCAC
	59
	52
	

	gnl|ti|452340679
	CTTCGGCCGAAG
	198
	296
	inverted palindrome

	gnl|ti|452400533
	GGCAGGAGGTCA
	99
	61
	

	gnl|ti|452400533
	TGACCTCCTGCC
	99
	61
	

	gnl|ti|452400887
	AGCATAATTTCC
	98
	58
	

	gnl|ti|452400887
	GGAAATTATGCT
	98
	58
	

	gnl|ti|452400887
	AGCATAATTTCC
	196
	59
	

	gnl|ti|452400887
	GGAAATTATGCT
	196
	59
	

	gnl|ti|452401938
	TTTGGGTACAAA
	194
	127
	

	gnl|ti|452401938
	TTTGTACCCAAA
	194
	128
	

	gnl|ti|452405391
	ACCTAGTAACAG
	128
	90
	

	gnl|ti|452405391
	CTGTTACTAGGT
	128
	90
	

	gnl|ti|452406652
	CAAATTTGATAG
	194
	52
	

	gnl|ti|452406652
	CTATCAAATTTG
	194
	52
	

	gnl|ti|452412036
	AAATAGTGTGGC
	50
	213
	

	gnl|ti|452412036
	GCCACACTATTT
	50
	213
	

	gnl|ti|452486739
	GTGCATCTGAAA
	233
	54
	

	gnl|ti|452486739
	TTTCAGATGCAC
	233
	54
	

	gnl|ti|452487403
	GCTTCGGCCGAA
	190
	168
	

	gnl|ti|452487403
	TTCGGCCGAAGC
	190
	168
	

	gnl|ti|452494135
	CTTTTATGTGCC
	392
	72
	

	gnl|ti|452494135
	GGCACATAAAAG
	392
	72
	

	gnl|ti|452496388
	GGCTGCAAAGCA
	193
	54
	

	gnl|ti|452496388
	TGCTTTGCAGCC
	193
	54
	

	gnl|ti|452497012
	AGCAATATTGCT
	143
	114
	inverted palindrome

	gnl|ti|452497012
	AGCAATATTGCT
	265
	86
	inverted palindrome

	gnl|ti|452497185
	GCTAGCAAGTCC
	293
	522
	

	gnl|ti|452497185
	GGACTTGCTAGC
	293
	522
	

	gnl|ti|452497185
	CTAGCAAGTCCC
	295
	531
	

	gnl|ti|452497185
	GGGACTTGCTAG
	295
	531
	

	gnl|ti|452497185
	AGGGACTTGCTA
	297
	246
	

	gnl|ti|452497185
	TAGCAAGTCCCT
	297
	246
	

	gnl|ti|452497185
	AGCAAGTCCCTC
	299
	234
	

	gnl|ti|452497185
	GAGGGACTTGCT
	299
	234
	

	gnl|ti|452548426
	GCTTTGGCCAAA
	60
	110
	

	gnl|ti|452548426
	TTTGGCCAAAGC
	60
	110
	

	gnl|ti|452553425
	ATGCGTGCCACG
	32
	871
	

	gnl|ti|452553425
	CGTGGCACGCAT
	32
	871
	

	gnl|ti|452556648
	AATAGCGTGGCA
	43
	1774
	

	gnl|ti|452556648
	TGCCACGCTATT
	43
	1774
	

	gnl|ti|452556648
	AAATAGCGTGGC
	45
	1783
	

	gnl|ti|452556648
	GCCACGCTATTT
	45
	1785
	

	gnl|ti|452561917
	AGGGCGTGCATG
	200
	60
	

	gnl|ti|452561917
	CATGCACGCCCT
	200
	60
	

	gnl|ti|452705044
	GACTGTAGCTAA
	38
	59
	

	gnl|ti|452705044
	TTAGCTACAGTC
	38
	59
	

	gnl|ti|452706317
	ATAGCGTGGCAC
	40
	1466
	

	gnl|ti|452706317
	GTGCCACGCTAT
	40
	1466
	

	gnl|ti|452706317
	GTAAATAGCGTG
	48
	574
	

	gnl|ti|452706317
	CACGCTATTTAC
	48
	575
	

	gnl|ti|452706317
	CGTAAATAGCGT
	50
	427
	

	gnl|ti|452706317
	ACGCTATTTACG
	50
	428
	

	gnl|ti|452706317
	CCGTAAATAGCG
	52
	425
	

	gnl|ti|452706317
	CGCTATTTACGG
	52
	430
	

	gnl|ti|452708325
	ATAATCAGAATG
	43
	329
	

	gnl|ti|452708325
	CATTCTGATTAT
	43
	329
	

	gnl|ti|452708325
	TAATCAGAATGA
	45
	329
	

	gnl|ti|452708325
	TCATTCTGATTA
	45
	329
	

	gnl|ti|452708325
	AATCAGAATGAG
	47
	318
	

	gnl|ti|452708325
	CTCATTCTGATT
	47
	318
	

	gnl|ti|452708325
	ACTCATTCTGAT
	49
	306
	

	gnl|ti|452708325
	ATCAGAATGAGT
	49
	306
	

	gnl|ti|452708934
	AATAGTGTGGCA
	46
	213
	

	gnl|ti|452708934
	TGCCACACTATT
	46
	213
	

	gnl|ti|452710871
	AATAACGTTATT
	59
	62
	inverted palindrome

	gnl|ti|452857571
	CTATGCGTGCCA
	49
	136
	

	gnl|ti|452857571
	TGGCACGCATAG
	49
	136
	

	gnl|ti|452859198
	CTTTTATGTGCC
	300
	55
	

	gnl|ti|452859198
	GGCACATAAAAG
	300
	55
	

	gnl|ti|452863248
	ACGCCCTCATGA
	184
	59
	

	gnl|ti|452863248
	TCATGAGGGCGT
	184
	59
	

	gnl|ti|452863248
	CACGCCCTCATG
	186
	62
	

	gnl|ti|452863248
	CATGAGGGCGTG
	186
	62
	

	gnl|ti|452863248
	ATGAGGGCGTGC
	188
	65
	

	gnl|ti|452863248
	GCACGCCCTCAT
	188
	65
	

	gnl|ti|452863248
	TGAGGGCGTGCA
	190
	67
	

	gnl|ti|452863248
	TGCACGCCCTCA
	190
	67
	

	gnl|ti|452863248
	ATGCACGCCCTC
	192
	51
	

	gnl|ti|452863248
	GAGGGCGTGCAT
	192
	51
	

	gnl|ti|452869924
	ATCAATCAATAG
	39
	71
	

	gnl|ti|452869924
	CTATTGATTGAT
	39
	71
	

	gnl|ti|452872683
	TGCATCTGAAAA
	265
	63
	

	gnl|ti|452872683
	TTTTCAGATGCA
	265
	63
	

	gnl|ti|452985725
	ATGCGTGCCACG
	95
	75
	

	gnl|ti|452985725
	CGTGGCACGCAT
	95
	75
	

	gnl|ti|452985725
	GTGGCACGCATA
	97
	92
	

	gnl|ti|452985725
	TATGCGTGCCAC
	97
	92
	

	gnl|ti|452987815
	AAAGCTCATGCA
	200
	56
	

	gnl|ti|452987815
	TGCATGAGCTTT
	200
	56
	

	gnl|ti|452988826
	AGGAAATTATGC
	199
	58
	

	gnl|ti|452988826
	GCATAATTTCCT
	199
	58
	

	gnl|ti|452989743
	ATCGATAATCGA
	199
	68
	

	gnl|ti|452989743
	TCGATTATCGAT
	199
	68
	

	gnl|ti|452992010
	AAACACTGATAC
	38
	2051
	

	gnl|ti|452992010
	GTATCAGTGTTT
	38
	2051
	

	gnl|ti|452992010
	GAAACACTGATA
	40
	1992
	

	gnl|ti|452992010
	GAAACACTGATA
	40
	1992
	

	gnl|ti|452992010
	TATCAGTGTTTC
	40
	1992
	

	gnl|ti|452992504
	CCTAGTAACAGC
	35
	181
	

	gnl|ti|452992504
	GCTGTTACTAGG
	35
	181
	

	gnl|ti|452993525
	AATAATTCTTTG
	43
	90
	

	gnl|ti|452993525
	CAAAGAATTATT
	43
	90
	

	gnl|ti|452993525
	ATAATTCTTTGA
	45
	89
	

	gnl|ti|452993525
	TCAAAGAATTAT
	45
	89
	

	gnl|ti|453024503
	GTGCTAAATTCA
	198
	56
	

	gnl|ti|453024503
	TGAATTTAGCAC
	198
	56
	

	gnl|ti|453025518
	TATCGATCGATA
	97
	98
	

	gnl|ti|453025563
	ACTGTCAAAATA
	363
	201
	

	gnl|ti|453025563
	TATTTTGACAGT
	363
	201
	

	gnl|ti|453025563
	AACTGTCAAAAT
	365
	205
	

	gnl|ti|453025563
	ATTTTGACAGTT
	365
	205
	

	gnl|ti|453033470
	TCTCAAAATTAG
	177
	567
	

	gnl|ti|453033470
	CTAATTTTGAGA
	177
	569
	

	gnl|ti|453074447
	GCTTCGGCCGAA
	60
	192
	

	gnl|ti|453074447
	TTCGGCCGAAGC
	60
	192
	

	gnl|ti|453074693
	GCACGCGCGTGC
	197
	62
	inverted palindrome

	gnl|ti|453074811
	CTACGGCCGTAG
	49
	80
	inverted palindrome

	gnl|ti|453075724
	ATTCTATGCGTG
	55
	59
	

	gnl|ti|453075724
	CACGCATAGAAT
	55
	59
	

	gnl|ti|453075724
	GCACGCATAGAA
	57
	63
	

	gnl|ti|453075724
	TTCTATGCGTGC
	57
	63
	

	gnl|ti|453076198
	ACGGCCGTAGCA
	50
	81
	

	gnl|ti|453076198
	TGCTACGGCCGT
	50
	81
	

	gnl|ti|453080756
	GTAATCGATTAC
	197
	58
	inverted palindrome

	gnl|ti|453084681
	CCTTAGCTACAG
	180
	98
	

	gnl|ti|453084681
	CTGTAGCTAAGG
	180
	98
	

	gnl|ti|453084681
	GCCTTAGCTACA
	182
	104
	

	gnl|ti|453084681
	TGTAGCTAAGGC
	182
	104
	

	gnl|ti|453084681
	AGCCTTAGCTAC
	184
	61
	

	gnl|ti|453084681
	GTAGCTAAGGCT
	184
	61
	

	gnl|ti|453085704
	CGGCCGTAGCAG
	100
	134
	

	gnl|ti|453085704
	CTGCTACGGCCG
	100
	134
	

	gnl|ti|453188217
	AGCAAGTCCCCC
	268
	277
	

	gnl|ti|453188217
	GGGGGACTTGCT
	268
	277
	

	gnl|ti|453188217
	GGGGACTTGCTA
	270
	278
	

	gnl|ti|453188217
	TAGCAAGTCCCC
	270
	278
	

	gnl|ti|453192091
	ATCAGAGAATTA
	176
	51
	

	gnl|ti|453192091
	TAATTCTCTGAT
	176
	51
	

	gnl|ti|453199382
	CTCATGCACGCC
	288
	182
	

	gnl|ti|453199382
	GGCGTGCATGAG
	288
	182
	

	gnl|ti|453199382
	AGCTCATGCACG
	292
	66
	

	gnl|ti|453199382
	CGTGCATGAGCT
	292
	66
	

	gnl|ti|453199382
	GAGCTCATGCAC
	294
	53
	

	gnl|ti|453199382
	GTGCATGAGCTC
	294
	53
	

	gnl|ti|453203666
	GCTTTGGCCAAA
	200
	260
	

	gnl|ti|453203666
	TTTGGCCAAAGC
	200
	260
	

	gnl|ti|453208025
	GGCAGGAGGTCA
	38
	198
	

	gnl|ti|453208025
	TGACCTCCTGCC
	38
	198
	

	gnl|ti|453210893
	CTTCGGCCAAAG
	100
	121
	

	gnl|ti|453210893
	CTTTGGCCGAAG
	100
	121
	

	gnl|ti|453218574
	ATTATCGATAAT
	95
	92
	inverted palindrome

	gnl|ti|453219006
	ACCCACTCAGTG
	197
	148
	

	gnl|ti|453219006
	CACTGAGTGGGT
	197
	148
	

	gnl|ti|453219767
	CGGCCGTAGCAG
	60
	52
	

	gnl|ti|453219767
	CTGCTACGGCCG
	60
	52
	

	gnl|ti|453220880
	TCAATCAATAGA
	40
	59
	

	gnl|ti|453220880
	TCTATTGATTGA
	40
	59
	

	gnl|ti|453228964
	GTAAATATTTAC
	100
	50
	inverted palindrome

	gnl|ti|453230609
	AATAGCATGGCA
	43
	86
	

	gnl|ti|453230609
	TGCCATGCTATT
	43
	86
	

	gnl|ti|453230609
	AAATAGCATGGC
	45
	84
	

	gnl|ti|453230609
	GCCATGCTATTT
	45
	84
	

	gnl|ti|453239309
	ATAGCCTTGAGA
	37
	104
	

	gnl|ti|453239309
	TCTCAAGGCTAT
	37
	104
	

	gnl|ti|453240518
	GTACCAAATTAA
	96
	108
	

	gnl|ti|453240518
	TTAATTTGGTAC
	96
	108
	

	gnl|ti|453240720
	GCTTTGGCCGAA
	97
	59
	

	gnl|ti|453243290
	GCTTCGGCCGAA
	99
	144
	

	gnl|ti|453248166
	AAGTCCTCAAGG
	296
	50
	

	gnl|ti|453248166
	CCTTGAGGACTT
	296
	50
	

	gnl|ti|453250781
	CTGTCAAAATAA
	361
	201
	

	gnl|ti|453250781
	TTATTTTGACAG
	361
	201
	

	gnl|ti|453251775
	AAGTCCTCAAAG
	33
	145
	

	gnl|ti|453251775
	CTTTGAGGACTT
	33
	145
	

	gnl|ti|453257922
	GCTGCACAGTAA
	40
	150
	

	gnl|ti|453257922
	TTACTGTGCAGC
	40
	150
	

	gnl|ti|453257996
	GCTACGGCCGTA
	100
	201
	

	gnl|ti|453257996
	TACGGCCGTAGC
	100
	201
	

	gnl|ti|453259398
	AGTGCTAAATTC
	191
	57
	

	gnl|ti|453259398
	GAATTTAGCACT
	191
	57
	

	gnl|ti|453259583
	CTTCGGCCAAAG
	192
	93
	

	gnl|ti|453259583
	CTTTGGCCGAAG
	192
	93
	

	gnl|ti|453260347
	CTTTGGCCAAAG
	58
	150
	inverted palindrome

	gnl|ti|453260748
	TATCGATCGATA
	60
	106
	inverted palindrome

	gnl|ti|453263749
	TCAACTTTGAGA
	106
	58
	

	gnl|ti|453265084
	GGCCGGTCATAA
	163
	50
	

	gnl|ti|453265084
	TTATGACCGGCC
	163
	50
	

	gnl|ti|453265084
	CGGCCGGTCATA
	293
	57
	

	gnl|ti|453265084
	TATGACCGGCCG
	293
	57
	

	gnl|ti|453265084
	GGCCGGTCATAA
	295
	70
	

	gnl|ti|453265084
	TTATGACCGGCC
	295
	70
	

	gnl|ti|453267800
	GGCTATTTTGAA
	91
	198
	

	gnl|ti|453267800
	AGGCTATTTTGA
	93
	198
	

	gnl|ti|453267800
	TCAAAATAGCCT
	93
	198
	

	gnl|ti|453267800
	CAAAATAGCCTG
	95
	195
	

	gnl|ti|453267800
	CAGGCTATTTTG
	95
	195
	

	gnl|ti|453272189
	AGTACAGTCCAA
	32
	90
	

	gnl|ti|453272189
	TTGGACTGTACT
	32
	90
	

	gnl|ti|453272189
	CTTGGACTGTAC
	34
	84
	

	gnl|ti|453272189
	GTACAGTCCAAG
	34
	84
	

	gnl|ti|453272189
	TACAGTCCAAGA
	36
	84
	

	gnl|ti|453272189
	TCTTGGACTGTA
	36
	84
	

	gnl|ti|453272574
	CTACGGCCGTAG
	60
	222
	inverted palindrome

	gnl|ti|453273098
	GACCTCCTGCCC
	178
	72
	

	gnl|ti|453273098
	GGGCAGGAGGTC
	178
	72
	

	gnl|ti|453273098
	GGCAGGAGGTCA
	180
	114
	

	gnl|ti|453273098
	TGACCTCCTGCC
	180
	114
	

	gnl|ti|453318992
	CGATCGATAGAG
	200
	62
	

	gnl|ti|453318992
	CTCTATCGATCG
	200
	62
	

	gnl|ti|453319811
	TACAGTACTGTA
	44
	672
	inverted palindrome

	gnl|ti|453320518
	ATAGAATCTATG
	65
	84
	

	gnl|ti|453320518
	CATAGATTCTAT
	65
	84
	

	gnl|ti|453320518
	GCATAGATTCTA
	67
	61
	

	gnl|ti|453320518
	TAGAATCTATGC
	67
	61
	

	gnl|ti|453320518
	AGAATCTATGCG
	69
	51
	

	gnl|ti|453320518
	CGCATAGATTCT
	69
	51
	

	gnl|ti|453321474
	AGATTTCTTGCA
	304
	59
	

	gnl|ti|453321474
	TGCAAGAAATCT
	304
	59
	

	gnl|ti|453324766
	CAACTCATTCTG
	53
	599
	

	gnl|ti|453324766
	CAGAATGAGTTG
	53
	599
	

	gnl|ti|453326812
	AAGTTGACATGC
	246
	208
	

	gnl|ti|453326812
	GCATGTCAACTT
	246
	208
	

	gnl|ti|453326812
	CATGTCAACTTA
	248
	212
	

	gnl|ti|453326812
	TAAGTTGACATG
	248
	212
	

	gnl|ti|453326812
	ATGTCAACTTAC
	250
	207
	

	gnl|ti|453326812
	GTAAGTTGACAT
	250
	207
	

	gnl|ti|453326812
	GGTAAGTTGACA
	252
	203
	

	gnl|ti|453326812
	TGTCAACTTACC
	252
	203
	

	gnl|ti|453326812
	AGGTAAGTTGAC
	254
	198
	

	gnl|ti|453326812
	GTCAACTTACCT
	254
	198
	

	gnl|ti|453329117
	AAAAGCTCATGC
	199
	56
	

	gnl|ti|453329117
	GCATGAGCTTTT
	199
	56
	

	gnl|ti|453331069
	TTGGGTACAAAA
	36
	1036
	

	gnl|ti|453331069
	TTTTGTACCCAA
	36
	1040
	

	gnl|ti|453331069
	TTTGGGTACAAA
	38
	771
	

	gnl|ti|453331069
	TTTGTACCCAAA
	38
	773
	

	gnl|ti|453336139
	CTGCACAGTAAG
	34
	109
	

	gnl|ti|453336139
	CTTACTGTGCAG
	34
	109
	

	gnl|ti|453862030
	CTACGGCCGTAG
	179
	218
	inverted palindrome

	gnl|ti|453870501
	GCTTTGCAGCCC
	191
	51
	

	gnl|ti|453870501
	GGGCTGCAAAGC
	191
	51
	

	gnl|ti|453873145
	GCTTCGGCCAAA
	60
	55
	

	gnl|ti|453873145
	TTTGGCCGAAGC
	60
	55
	

	gnl|ti|453873961
	AAAATTGCAAAA
	48
	65
	

	gnl|ti|453873961
	TTTTGCAATTTT
	48
	65
	

	gnl|ti|454265316
	ACTTGATTCAGA
	173
	248
	

	gnl|ti|454265316
	TCTGAATCAAGT
	173
	248
	

	gnl|ti|454271282
	CTGACCTCCTGC
	200
	113
	

	gnl|ti|454271282
	GCAGGAGGTCAG
	200
	113
	

	gnl|ti|454273945
	GACCGGCCGGTC
	280
	54
	inverted palindrome

	gnl|ti|454273945
	ACCGGCCGGTCA
	282
	53
	

	gnl|ti|454273945
	TGACCGGCCGGT
	282
	53
	

	gnl|ti|454273945
	ATGACCGGCCGG
	284
	53
	

	gnl|ti|454273945
	CCGGCCGGTCAT
	284
	53
	

	gnl|ti|454274049
	GCGTGGCACGCA
	98
	507
	

	gnl|ti|454274049
	TGCGTGCCACGC
	98
	507
	

	gnl|ti|454274049
	AGCGTGGCACGC
	100
	522
	

	gnl|ti|454274049
	GCGTGCCACGCT
	100
	522
	

	gnl|ti|454274533
	TCGATCGATAGA
	59
	69
	

	gnl|ti|454274533
	TCTATCGATCGA
	59
	69
	

	gnl|ti|454274533
	ATCGATCGATAG
	100
	127
	

	gnl|ti|454274533
	CTATCGATCGAT
	100
	127
	

	gnl|ti|454276205
	ACGGCCGTAGCA
	99
	188
	

	gnl|ti|454276205
	TGCTACGGCCGT
	99
	188
	

	gnl|ti|454276870
	TAAATAGCGTGG
	46
	662
	

	gnl|ti|454276870
	CCACGCTATTTA
	46
	663
	

	gnl|ti|454280855
	AGCCTTAGCTAC
	35
	74
	

	gnl|ti|454280855
	GTAGCTAAGGCT
	35
	74
	

	gnl|ti|454280855
	GCCTTAGCTACA
	37
	283
	

	gnl|ti|454280855
	TGTAGCTAAGGC
	37
	283
	

	gnl|ti|454280855
	CCTTAGCTACAG
	39
	274
	

	gnl|ti|454280855
	CTGTAGCTAAGG
	39
	274
	

	gnl|ti|454283774
	ATCAATTGATAG
	194
	54
	

	gnl|ti|454283774
	CTATCAATTGAT
	194
	54
	

	gnl|ti|454283774
	TCAATTGATAGA
	196
	50
	

	gnl|ti|454283774
	TCTATCAATTGA
	196
	50
	

	gnl|ti|454642102
	CTTTGGCCAAAG
	48
	68
	inverted palindrome

	gnl|ti|454642102
	GCTTTGGCCAAA
	50
	55
	

	gnl|ti|454642102
	TTTGGCCAAAGC
	50
	55
	

	gnl|ti|454642707
	AGCGTGGCACGC
	40
	1238
	

	gnl|ti|454642707
	GCGTGCCACGCT
	40
	1238
	

	gnl|ti|454644676
	ATAGATTCTATG
	64
	82
	

	gnl|ti|454644676
	CATAGAATCTAT
	64
	82
	

	gnl|ti|454645730
	ATCGATCGATAG
	38
	198
	

	gnl|ti|454645730
	CTATCGATCGAT
	38
	198
	

	gnl|ti|454645730
	TCGATCGATAGA
	40
	170
	

	gnl|ti|454645730
	TCTATCGATCGA
	40
	170
	

	gnl|ti|454646554
	CTTCGGCCAAAG
	58
	89
	

	gnl|ti|454646554
	CTTTGGCCGAAG
	58
	89
	

	gnl|ti|454647043
	CTGACCTCCTGC
	40
	225
	

	gnl|ti|454647043
	GCAGGAGGTCAG
	40
	225
	

	gnl|ti|454647602
	GTCACCCCACCA
	169
	58
	

	gnl|ti|454647602
	TGGTGGGGTGAC
	169
	58
	

	gnl|ti|454647602
	GGTGGGGTGACA
	171
	54
	

	gnl|ti|454647602
	TGTCACCCCACC
	171
	54
	

	gnl|ti|454647602
	GTGGGGTGACAA
	173
	56
	

	gnl|ti|454647602
	TTGTCACCCCAC
	173
	56
	

	gnl|ti|454648895
	GCGTGCATGAGC
	400
	82
	

	gnl|ti|454648895
	GCTCATGCACGC
	400
	82
	

	gnl|ti|454650694
	GTATTAATTCTA
	49
	302
	

	gnl|ti|454650694
	TAGAATTAATAC
	49
	302
	

	gnl|ti|454651505
	GCTTTGGCCGAA
	59
	63
	

	gnl|ti|454651505
	TTCGGCCAAAGC
	59
	63
	

	gnl|ti|454653697
	ACTGTAGCTAAG
	40
	221
	

	gnl|ti|454653697
	CTTAGCTACAGT
	40
	221
	

	gnl|ti|454654253
	ATAGCCTGGCAC
	161
	63
	

	gnl|ti|454654253
	GTGCCAGGCTAT
	161
	63
	

	gnl|ti|454654253
	AATAGCCTGGCA
	163
	100
	

	gnl|ti|454654253
	TGCCAGGCTATT
	163
	100
	

	gnl|ti|454659682
	GCTTTGGCCGAA
	186
	61
	

	gnl|ti|454659682
	TTCGGCCAAAGC
	186
	61
	

	gnl|ti|454697997
	AAAATAGACAGA
	197
	65
	

	gnl|ti|454697997
	TCTGTCTATTTT
	197
	65
	

	gnl|ti|454697997
	AAATAGACAGAT
	199
	65
	

	gnl|ti|454697997
	ATCTGTCTATTT
	199
	65
	

	gnl|ti|454698559
	TAACTTTGAGAC
	130
	50
	

	gnl|ti|454698614
	TGACCTCCTGCC
	50
	50
	

	gnl|ti|454698614
	GGCAGGAGGTCA
	50
	50
	

	gnl|ti|454699152
	TGGGGAGCTACA
	39
	61
	

	gnl|ti|454699152
	TGTAGCTCCCCA
	39
	63
	

	gnl|ti|454700169
	GGGCGTGCATGA
	199
	65
	

	gnl|ti|454700169
	TCATGCACGCCC
	199
	65
	

	gnl|ti|454702049
	ACTTTTGTCACC
	133
	51
	

	gnl|ti|454702049
	GGTGACAAAAGT
	133
	51
	

	gnl|ti|454702049
	CTTTTGTCACCC
	135
	50
	

	gnl|ti|454702049
	GGGTGACAAAAG
	135
	50
	

	gnl|ti|454702049
	GGGGTGACAAAA
	137
	54
	

	gnl|ti|454702049
	TTTTGTCACCCC
	137
	54
	

	gnl|ti|454702049
	TGGGGTGACAAA
	139
	54
	

	gnl|ti|454702049
	TTTGTCACCCCA
	139
	54
	

	gnl|ti|454702848
	GGGCACATAAAA
	392
	70
	

	gnl|ti|454702848
	TTTTATGTGCCC
	392
	70
	

	gnl|ti|454702848
	GGGGCACATAAA
	394
	57
	

	gnl|ti|454702848
	TTTATGTGCCCC
	394
	57
	

	gnl|ti|454703169
	GCGTGCATGAGC
	296
	123
	

	gnl|ti|454703169
	GCTCATGCACGC
	296
	123
	

	gnl|ti|454703277
	CTTCGGCCGAAG
	100
	300
	inverted palindrome

	gnl|ti|454704028
	AAAGCTCATGCA
	40
	55
	

	gnl|ti|454704028
	TGCATGAGCTTT
	40
	55
	

	gnl|ti|454704028
	AAAAGCTCATGC
	42
	55
	

	gnl|ti|454704028
	GCATGAGCTTTT
	42
	55
	

	gnl|ti|454704204
	ACGGCCGTAGCA
	60
	57
	

	gnl|ti|454704204
	TGCTACGGCCGT
	60
	57
	

	gnl|ti|454704351
	CTTCCGAAGTAA
	96
	52
	

	gnl|ti|454704351
	GCTTCCGAAGTA
	98
	55
	

	gnl|ti|454704351
	TACTTCGGAAGC
	98
	55
	

	gnl|ti|454704431
	GCATAGAATCTA
	60
	54
	

	gnl|ti|454704431
	TAGATTCTATGC
	60
	54
	

	gnl|ti|454704973
	CTTTGGCCAAAG
	40
	152
	inverted palindrome

	gnl|ti|454704973
	CTTTGGCCAAAG
	100
	278
	inverted palindrome

	gnl|ti|454705287
	AGTCCTCAAGGC
	34
	106
	

	gnl|ti|454705287
	GCCTTGAGGACT
	34
	106
	

	gnl|ti|454705654
	CCCTTTTACTGC
	32
	91
	

	gnl|ti|454705654
	GCAGTAAAAGGG
	32
	91
	

	gnl|ti|454705654
	CCTTTTACTGCC
	34
	107
	

	gnl|ti|454705654
	GGCAGTAAAAGG
	34
	107
	

	gnl|ti|454705654
	AGGCAGTAAAAG
	36
	55
	

	gnl|ti|454705654
	CTTTTACTGCCT
	36
	55
	

	gnl|ti|454705679
	CTGACCTCCTGC
	54
	52
	

	gnl|ti|454705679
	GCAGGAGGTCAG
	54
	52
	

	gnl|ti|454705679
	CTGACCTCCTGC
	100
	69
	

	gnl|ti|454705679
	GCAGGAGGTCAG
	100
	69
	

	gnl|ti|454705989
	TGCATCTGAAAA
	60
	58
	

	gnl|ti|454705989
	TTTTCAGATGCA
	60
	58
	

	gnl|ti|454706598
	GTACAGTTGGCA
	40
	51
	

	gnl|ti|454706598
	TGCCAACTGTAC
	40
	51
	

	gnl|ti|454707185
	AGCAGCTGCTGC
	60
	73
	

	gnl|ti|454707185
	GCAGCAGCTGCT
	60
	73
	

	gnl|ti|454707408
	ACCTCCTGCCCC
	38
	56
	

	gnl|ti|454707408
	GGGGCAGGAGGT
	38
	56
	

	gnl|ti|454707428
	GCGTGGCACGCA
	43
	492
	

	gnl|ti|454707428
	TGCGTGCCACGC
	43
	492
	

	gnl|ti|454707428
	ATGCGTGCCACG
	45
	483
	

	gnl|ti|454707428
	CGTGGCACGCAT
	45
	483
	

	gnl|ti|454707428
	GTGGCACGCATA
	47
	622
	

	gnl|ti|454707428
	TATGCGTGCCAC
	47
	622
	

	gnl|ti|454707428
	CGTGCCACGCTA
	89
	504
	

	gnl|ti|454707428
	TAGCGTGGCACG
	89
	504
	

	gnl|ti|454707428
	ATAGCGTGGCAC
	91
	565
	

	gnl|ti|454707428
	GTGCCACGCTAT
	91
	566
	

	gnl|ti|454707428
	AATAGCGTGGCA
	93
	657
	

	gnl|ti|454707428
	TGCCACGCTATT
	93
	658
	

	gnl|ti|454707428
	AAATAGCGTGGC
	95
	655
	

	gnl|ti|454707428
	GCCACGCTATTT
	95
	657
	

	gnl|ti|454707671
	AAGTCCTCAAGG
	32
	205
	

	gnl|ti|454707671
	CCTTGAGGACTT
	32
	205
	

	gnl|ti|454708268
	AAGGCAGTAAAA
	38
	55
	

	gnl|ti|454708268
	TTTTACTGCCTT
	38
	55
	

	gnl|ti|454708491
	GATCGATAGAGA
	50
	59
	

	gnl|ti|454708491
	TCTCTATCGATC
	50
	59
	

	gnl|ti|454708491
	GATCGATAGAGA
	50
	59
	

	gnl|ti|454708491
	TCGATCGATAGA
	100
	192
	

	gnl|ti|454708491
	TCTATCGATCGA
	100
	192
	

	gnl|ti|454708491
	ATCGATCGATAG
	198
	223
	

	gnl|ti|454708491
	CTATCGATCGAT
	198
	223
	

	gnl|ti|454708491
	TCGATCGATAGA
	200
	178
	

	gnl|ti|454708491
	TCTATCGATCGA
	200
	178
	

	gnl|ti|454709703
	GCAAGTCCCTCA
	291
	229
	

	gnl|ti|454709703
	TGAGGGACTTGC
	291
	229
	

	gnl|ti|454709703
	TTGAGGGACTTG
	293
	219
	

	gnl|ti|454709703
	CAAGTCCCTCAA
	293
	220
	

	gnl|ti|454709703
	AAGTCCCTCAAC
	295
	197
	

	gnl|ti|454709703
	GTTGAGGGACTT
	295
	197
	

	gnl|ti|454709703
	AGTCCCTCAACT
	297
	185
	

	gnl|ti|454709703
	AGTTGAGGGACT
	297
	185
	

	gnl|ti|454709703
	AAGTTGAGGGAC
	299
	184
	

	gnl|ti|454709703
	GTCCCTCAACTT
	299
	184
	

	gnl|ti|454709840
	GCCTGGCACGCA
	33
	60
	

	gnl|ti|454709840
	TGCGTGCCAGGC
	33
	60
	

	gnl|ti|454709840
	AGCCTGGCACGC
	35
	58
	

	gnl|ti|454709840
	GCGTGCCAGGCT
	35
	58
	

	gnl|ti|454709840
	CGTGCCAGGCTA
	37
	58
	

	gnl|ti|454709840
	TAGCCTGGCACG
	37
	58
	

	gnl|ti|454709840
	ATAGCCTGGCAC
	39
	89
	

	gnl|ti|454709840
	GTGCCAGGCTAT
	39
	89
	

	gnl|ti|454710117
	CGGCCGAACTAC
	31
	54
	

	gnl|ti|454710117
	GTAGTTCGGCCG
	31
	54
	

	gnl|ti|454710117
	TAGTTCGGCCGA
	33
	50
	

	gnl|ti|454710117
	TCGGCCGAACTA
	33
	50
	

	gnl|ti|454710117
	GTTCGGCCGAAC
	37
	104
	inverted palindrome

	gnl|ti|454710485
	CAGCAGCTGCTG
	93
	88
	

	gnl|ti|454710485
	AGCAGCTGCTGC
	95
	83
	

	gnl|ti|454710485
	GCAGCAGCTGCT
	95
	83
	

	gnl|ti|454710614
	ACTGTAGCTAGG
	48
	55
	

	gnl|ti|454710614
	CCTAGCTACAGT
	48
	56
	

	gnl|ti|454710866
	CGGCCGTAGCAG
	50
	82
	

	gnl|ti|454710866
	CTGCTACGGCCG
	50
	82
	

	gnl|ti|454711130
	CTACGGCCGTAG
	38
	136
	inverted palindrome

	gnl|ti|454711130
	GCTACGGCCGTA
	40
	71
	

	gnl|ti|454711130
	TACGGCCGTAGC
	40
	71
	

	gnl|ti|454711615
	AGCCTTGAGAAC
	32
	63
	

	gnl|ti|454711615
	GTTCTCAAGGCT
	32
	63
	

	gnl|ti|454711771
	AGTTCGGCCGAA
	39
	104
	

	gnl|ti|454711771
	TTCGGCCGAACT
	39
	104
	

	gnl|ti|454711771
	GCTTCGGCCGAA
	49
	70
	

	gnl|ti|454711771
	TTCGGCCGAAGC
	49
	70
	

	gnl|ti|454712792
	GGCTGTGTCAGA
	50
	85
	

	gnl|ti|454712792
	TCTGACACAGCC
	50
	85
	

	gnl|ti|454712847
	CGGCCGTAGCAG
	40
	50
	

	gnl|ti|454712847
	CTGCTACGGCCG
	40
	50
	

	gnl|ti|454713196
	CTTCGGCCGAAG
	40
	176
	inverted palindrome

	gnl|ti|454713196
	CTTCGGCCGAAG
	58
	308
	inverted palindrome

	gnl|ti|454713207
	GTCTCAAAATTA
	200
	563
	Mite-like sequence

	gnl|ti|454713207
	TAATTTTGAGAC
	200
	567
	

	gnl|ti|454750863
	ACTCTGTTACTA
	31
	124
	

	gnl|ti|454750863
	TAGTAACAGAGT
	31
	124
	

	gnl|ti|454750882
	CTTCGGCCAAAG
	40
	80
	

	gnl|ti|454750882
	CTTTGGCCGAAG
	40
	80
	

	gnl|ti|454750951
	CCTAGTGACAGC
	34
	161
	

	gnl|ti|454750951
	GCTGTCACTAGG
	34
	161
	

	gnl|ti|454751144
	TAGCCTTGAGAA
	38
	114
	

	gnl|ti|454751144
	TTCTCAAGGCTA
	38
	114
	

	gnl|ti|454751787
	GCTACGGCCGTA
	60
	53
	

	gnl|ti|454751787
	TACGGCCGTAGC
	60
	53
	

	gnl|ti|454751815
	AACTCATTCTGA
	50
	301
	

	gnl|ti|454751815
	TCAGAATGAGTT
	50
	301
	

	gnl|ti|454752161
	GGGAGCTACAGC
	34
	51
	

	gnl|ti|454752161
	GCTGTAGCTCCC
	34
	53
	

	gnl|ti|454752161
	GGGGAGCTACAG
	36
	52
	

	gnl|ti|454752161
	CTGTAGCTCCCC
	36
	54
	

	gnl|ti|454752161
	CTGGGGAGCTAC
	40
	50
	

	gnl|ti|454752161
	GTAGCTCCCCAG
	40
	52
	

	gnl|ti|454752465
	GCATAATTTTCC
	32
	81
	

	gnl|ti|454752465
	GGAAAATTATGC
	32
	81
	

	gnl|ti|454752473
	ATCGATCGATAG
	60
	124
	

	gnl|ti|454752473
	CTATCGATCGAT
	60
	124
	

	gnl|ti|454752473
	GATCGATAGAGA
	97
	69
	

	gnl|ti|454752473
	TCTCTATCGATC
	97
	69
	

	gnl|ti|454752473
	CGATCGATAGAG
	99
	77
	

	gnl|ti|454752473
	CTCTATCGATCG
	99
	77
	

	gnl|ti|454752814
	AGTACAGTTGGC
	43
	868
	

	gnl|ti|454752814
	GCCAACTGTACT
	43
	868
	

	gnl|ti|454752814
	CAGTACAGTTGG
	45
	966
	

	gnl|ti|454752814
	CCAACTGTACTG
	45
	966
	

	gnl|ti|454752836
	ATAGTGTGGCAC
	39
	99
	

	gnl|ti|454752836
	GTGCCACACTAT
	39
	99
	

	gnl|ti|454752839
	ACTGTTCATTTG
	300
	160
	

	gnl|ti|454752839
	CAAATGAACAGT
	300
	160
	

	gnl|ti|454752886
	GGCACGCATAGA
	50
	135
	

	gnl|ti|454752886
	TCTATGCGTGCC
	50
	135
	

	gnl|ti|454752954
	GACCGGCCGGTC
	79
	78
	

	gnl|ti|454752954
	ACCGGCCGGTCA
	81
	77
	

	gnl|ti|454752954
	TGACCGGCCGGT
	81
	77
	

	gnl|ti|454752954
	ATGACCGGCCGG
	83
	78
	

	gnl|ti|454752954
	CCGGCCGGTCAT
	83
	78
	

	gnl|ti|454752954
	CGGCCGGTCATA
	85
	81
	

	gnl|ti|454752954
	TATGACCGGCCG
	85
	81
	

	gnl|ti|454752954
	GGCCGGTCATAA
	87
	101
	

	gnl|ti|454753240
	GTGAAACACTGA
	40
	1974
	

	gnl|ti|454753240
	TCAGTGTTTCAC
	40
	1974
	

	gnl|ti|454753305
	TTCGCTTCCGAA
	36
	59
	

	gnl|ti|454753305
	TTCGGAAGCGAA
	36
	59
	

	gnl|ti|454753305
	TACTTCGCTTCC
	42
	50
	

	gnl|ti|454753305
	GGAAGCGAAGTA
	42
	50
	

	gnl|ti|454753305
	GCGAAGTAAAAG
	50
	59
	

	gnl|ti|454753305
	CTTTTACTTCGC
	50
	60
	


