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Arbovirus isolation from Rift Valley Fever virus vectors sampled from endemic hotspots in Kenya during inter-epidemic period. 
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Since the last outbreak of Rift Valley Fever (RVF), entomologic arbovirus surveillance to monitor virus transmission in the RVF virus hotspots in Garissa and Baringo district continued. The main aim was to evaluate the potential for inter-epidemic transmission of RVFV in Kenya. 
This is an ongoing study where mosquitoes are collected during rainy seasons since September 2007 (only six months since the major outbreak), identified to species and screened for arboviruses. Screening methods include the use of cell culture inoculation and reverse transcription polymerase chain reaction (RT-PCR) using RVF virus specific and other arbovirus primers. 

The samples identified and analysed so far have demonstrated seasonal abundance of potential vectors of RVF virus. These include the species implicated as main vectors during the last outbreak in Garissa (2006/07) such as Aedes mcintoshi (28%), Aedes ochraceous (32%) and Culex poicilipes (.06%) and in Baringo which include Mansonia uniformis and Mansonia africanus. 
Although RVF virus has not been detected in any of the samples collected thus far, other viruses have been isolated comprising mainly of Alphaviruses which include multiple strains of Babanki virus, Ndumu virus and 12 unidentified Alphavirus isolates. Most of these viruses were isolated from the key RVF virus vectors implicated during the last outbreak.
The potential for RVF virus transmission between epidemics exists in Garissa and Baringo as efficient vectors of the virus identified during the last outbreak are present in reasonable abundance during the rainy season. The high activity and clustering of Alphaviruses like Babanki, Ndumu and other Alphaviruses especially during the long rains is a significant observation requiring further research to determine their impact on public and animal health and to identify the reservoir hosts. The IEP search for RVFV continues.
